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IQNDGSFFNDVRDEPEEDPG-------I------------------------LENIEKAVDPCGDV--WTK-FEEYCYHV---------GAKIMTEEQAQQYC-E-MD----ANLAKINSKEENNFVLDVAK-RHAPSAKKVWIGMKWENKS----RNYYWYDN-SVPTFTN--WAPGEPNGKVK----------------EPCVA----MY--IQQWNDEV-CDA-----AVCKRL----------
IQNDGSFFNDVRDEPEEDPG-------I------------------------LENIEKAVDPCGDV--WTK-FEEYCYHV---------GAKIMTEEQAQQYC-E-MD----ANLAKINSKEENNFVLDVAK-RHAPSAKKVWIGMKWENKS----RNYYWYDN-SVPTFTN--WAPGEPNGKVK----------------EPCVA----MY--IEQWNDEV-CDA-----AVCKRL----------
--------------------------LA------------------------YFSPVNASLSCPEQ--WML-FDGFCYFA---------SQNVKTWHAA-RAC-LNSN----ADLVKITSQRENDFVLALAR-RDAP-AVQVWIGLMWHARG----ANFWWSDL-SVPVYKN--WAPHEPNGHAN----------------EPCGM----MF----KWNDLK-CNCNAEEAFVCKKV----------
---------QLTRTRMRTYAILPLCIVL------------------------LSAAGCVSAYCPWG--WRQ-LDSFCYYA---------SSTSMTWHQAQRFC-RRLG----GDLVKITNARENEFVLAVAR-KS---ARQVWIGLMWTA------NDFYWSDY-SVPVYK---WAPNEPNGKSR----------------EPCSN----MW--Y-TWNDP--CT---VSSLVCKKL----------
----------------------------------------------------------------------------------------------NFQEAESTC-KSRG----GHLASVRSAKEFQYIQGMAA-KAGWGKDAVWLGLNDREKE----GSWEWTDG-TPFNADN-VFADGEPNNWGGN---------------EDCM----AF-----WLNDFP-CNA--E--FICRLP----------

A. millepora

 

ACF08854 
A. millepora

 

ACF08844 
A. millepora

 

ACJ64661 
P. damicornis

 

ACN53515 
S. streptacantha

 

00251 
S. streptacantha

 

00251_2 ------------------------------------------------------------------------------------------ALRRREVTFNDAC-KNMG----GHLASARTGEEYQELRRMAM------KSSVWVGLTDQKKE----GTFAWTDG-TEFDAKI-TFGEGEPNDFGGE----------------DCLWQSIEW-----HLNDFP-CDT--EKLFICRTG----------
------------------------------------------------------------------------------------DRV-GELVLVEDKPSTFAC-VKMG----GHLASASNMREFSIMRKMSS-NA--KSFSVWIGLNDAKQE----GKFTFTDG-TPYDEKM-VFGEGEPNNFGGE----------------DCLWKQIDW-----NLNDFP-CDE--MA-YMCKLP----------
-----------------------------------------------------------------------------------------ALRRREVDEAEAAC-VKEG----GHLASAQTREEFDSLQIIAE-A----AGGVWLGLNDQKKE----NKWVFTDG-TKLGKDV-AVFDGEPNNANGE----------------DCF----DF-----KLNDMP-CDA--PS-YICSLP----------
-------------------------------------------------------------------------------------SS-KYILIEEATFKQAAC-RDQG----GHLASANTREEFELLQEMST-MN--NNAVTWIGLTDYREE----GQWFWIDG-STYNGDVLEFQDGEPNNAGGE----------------DCDY----------KLNDFP-CDT--RG-YICEVT----------
-------------------------------------------------------------------------------------ST-FTFYADELNFNDAFC-NAKG----GHLASAQTKADFQEIANISK-KG--NGKAIWIGLNDQRQE----GVYLWTDG-AKYNRFALDFIEGEPNNWGGE----------------DCIAFR-GD-----ILNDFP-CAE--KF-FICEDR----------

S. streptacantha 00254_3 
S. streptacantha

 

00253_2 
S. streptacantha

 

00256_5 
S. streptacantha 00253_5

-----------------------------------------------------------------------------------------------TWTEEETC-EQTG----GNLATLTSLTEYKKLAF--------ADKALWIGLSDAKKE----GSWEWVTG-EALDNEIVDWQKDEPNNFGGE----------------DCLFKAFDY-----RLNDFP-CGQ--KY-FVC-------------
----------------------------------------------------------------------------------------------SFEEAEAEC-LDGG----GHLASASTKTQSEQLRKVAE------AAPTWIGLNDRERE----GEYTWTDG-TEWNKKVVSFEKASDG---PK-----------------------AN-----YLNDWD-CLN--KA-YICK------------
---------------------------------------------S------LWLATALAGDCTVGE----ALGGSCYKF--IVSS---LTVRGQSWENAENC-QSYG----GHLASISDQSEQFIIKQ--------YTNHFWVGFNDRANE----SSYNWTDG-EPNNE--------------------------------DCLLYQD-------LWNDDD-CSK--EYSFICKTL----------
-----------------------------------------------------DIYNSEFGNCKTG--WKE-FGQFCYQF-----N--ME--KKSWSAARQQC-QANG----GDLVSIQSPVEQAHITLVG-----QFVRYAWIGLHDESVE----SAWEWSDG-SPV-FTN--WYNNQPDQEDC-------------------------H---AVRWND--------CYGYICKA-K---------
--------------RWSAVDCGLKNSFMCKIYKGE-----------------PHVTPSLLGECQPG--WVK-FDKFCYLF-----S--GISAYVTWSQARSTC-TRQG----ADLVSILNQEEDFL--IYK-----SSYRSIWIGLNDRNIE----GGWQWSDG-SPL-AG------GEPNGENC-------------------------GE--MVAWND--------SCSYICKS-K---------
--------------KWETTNCGLNDDYICKKAKGQ-----------------PPPQPPT---SGPG--WND-FNDYCYLF-----N--YLS-MRTWAEARADC-VNQG----GDLLSITEPFETFI--LIS-----PTGISMWMGGHDSMTE----GGWEWTDG-SPF-RA------GNPDGEDC-------------------------LS--MLIWND--------NCEYICKR-R---------
--------------KWETTNCGLNDDYICKKAKGQ-----------------PPLQPPT---SGPG--WND-FNDYCYLF-----N--YLS-MRTWAEARADC-VNQG----GDLLSITEPFETFI--LIS-----PTGISMWMGGHDSMTE----GGWEWTDG-SPF-RA------GNPDGEDC-------------------------LS--MLIWND--------NCEYICKR-R---------
---------------------------------------------------------------------------------------------------KAYCAAMPG----SDLLSILEKDEQQFIEQL-------RKSDIWLGLNDRVSE----GTFVWSDS-PVN-YTN--W--GEPSGSR--------------------------DC--LIPWTP--FSSCTTTNAYVCKK-T---------
-----------------------------------------------------------------------------------------------KWLIAQQC-HQSG----GYLVKVDNSDEQHFLSYMMK-----TVKAAWIGLNDRAIE----GTYVWEGD-NT--------KLGEPN---VE----------------DCISMYSS-------WNDDY-CDT--LRASLCPVN----------
---------------------------SMGDADVD-----------------IGRC---------Q--YGN-FGVQCYKF---------FSRSTSWIAAERNC-IEEH----ANLASVHNEEENDFLMGL------PSTKRCWLGVQDAVEE----GQWLWSDG-TPY-DYS--WCSNEPNNLNEN---------------C--------WT--SDRWND---ASCS-TSMYVCAKD----------
------RWGRGENCGWNDPFICQ----LLTGV-------------N------V----DYYGECPAGT----LHGNSCFKA--YGERA-GSCFKVEKKPYDEAC-ADDG----GLLALPKYRDVDDFLVNMRK-----TNAHYWIGLNDQNTE----GVWMWEDG-TPHNTTDYNWLPGEPNNVNGD----------------DCW-------------TDLS-CSR--SE-FICQLL----------
--------------------------------------------------------------CPVG--WKR-SPDGNVCY-----G--LILDKKTWPDARDSC-RAQG----AELASIHTGWESALVTLLV-----TSWDAVWIGLTDT--R----GMYRWTDG-SDW-TH---W--NEPNGS-C-------------------------DS--DCV-----------CPGSACYR-----------
--------------------------------------------------------------CDSG--WIN-YDKSCYKF-----V---FDQRQNWVNAESVCSQGLNSTNSGHLVVINNLYQA----FLT-----TMSNNVWIGLNDHT-E----GTFGWVDY-SSN------WIAGDCGMST--------------------------SS--SSLWDE--------CSGYVCETD----------
------RVETSTDTAYKSSHLSY----MAAGI-------------R------LHEISKTLLFCPEGA----DFLGICYKA--FNTE-------KTFSKAAAAC-REDG----GTLAMPRDAETNVFLGSLYT-SV--SATSYWIGLHDQREE----GSFEWVDG-SALGA---YWESGQPNNSGGR---------------EDCYFSHWSLN--LKKWYDYR-CDS--VQRFICQAF----------

S. streptacantha 00256_4  
S. streptacantha 02627
N. vectensis XP001641575.1 
N. vectensis XP001641575.6 
N. vectensis XP001641575.11 
M. zebra XP004549748
H. burtoni XP005917437
N. vectensis XP001641575.3 
N. vectensis XP001641575.2 
C. carpio BAA95671
B. floridae XP002606266
N. vectensis XP001641575.7 
N. vectensis XP001641575.10 
B. floridae XP002593674
C. orbicularis AAX19697 ------------------MKILVAVFLV------------------------LVVVGTAAAGCPDG--WTQ-FLDLCYIY---------QSAKASWASAQSSC-QALG----GILAEPDT----ACVLIHMC-RENGAGSFGWLGG-----Q----GAWQWSSSGAAFDYLR--WEPNGG----N----------------EDCLH----LW------NDCH-Y------QYLCQRA----------
A. anophagefferens XP00903520 --------------SWDAAVACR----LAKAVLAT-----TMGSQT------PDRAAAFPAACPEGM----RWYD----A--PDASCPLAFVPAAWADAEATC-VSLG----GHLATLPDAAASAYAHFVRA-----RCRPAWIGYNDREEE----GVWAWADG-SVGGY---EWWPGEPDDSAGV-------------CSENCA----DCF--GRWADDHP-CDK--KA-

-------------------LLLVLLVRSAADPARA-----------------QAILSRRPTLEQMG--WER-FG--DSVYAFFKD-----------YRSLNNCVQGFG----ASLPSVHSREEMQFITNLTV-----GSTPIWLGAQRI--N----NTWTWIDG-TPWDYEN--WIPTEPNNENGN---------------ENC-------------------------------------------
--------------------LLVSCVESCKAIPPV-----------------KDINPALRQVEKEG--WTY-LPTTQKIYQVFIE-----------EEAKRRCQ-EKG----GQLATIHSKEENDLLYSLSKDASVTTTYYIWIGLEKM--N----GKFQWLDG-SPVDYTN--WGPGEPNNYRGE---------------ESC------LS--YSDWNDHY-CF-EEIRGYACEKN----------
------------TSQWDDERVSVNAYAICQKSDTK-----------------PAIV---------W--SEC-YGNSCYYK---------TPSDMSWTEADKFC-VDMG----AELASVHSPEENTFLY-----------LSCWLGFSDAEDE----GVWEWSDG-SNG-NLC-------------M---------------T--------WE--EAS-TT---CLCT-FTRILCGSE----------
------------TSQWDDERVSVNAYAICQKSDTK-----------------PAIV---------W--SEC-YGNSCYYK---------TPSDMSWTEADKFC-VDMG----AELASVHSPEENTFLY-----------LSCWLGFSDAEDE----GVWEWSDY-VNW-ADK-------PDNG-DQ---------------D--------YA--SGP-SM---GICI-K------------------
--------------------IQE----MTSSVFMDVNVFGVAKSRT------STGTVIFLDDCELAHEWRATVGGRCYTV--FEKK-------TSWKKAQEKC-KLGG----GTLAILQSKEQQNALLG-------FGGCSAWIGLNDMKEE----GSYVWQDG-PRAT----WFNWAEPNNKGGK-------------AGADCVYPEAGSRTKVSWTDSFA-CEFAGTGLFVCSAH----------
-----------------------------------------LRKQT----NEQYDTNSKKDRCVEA-CWTSFSGFNCTVM--SVDR--VVKYQLTWKEAEKYC-REIG----RHLVSVHDDIMTEELLSLWN-QSG-LSAAFWIGLHQE-TD----EQWQWTDN-STLNY---TWWPGEPNNYGAE----------------DCLRFQS-------TWNDLD-CDS--TLRAICGVP----------
------------------------------------------------------------------------------------------DSRKIWADARA-C-LGQG----GDLLSIVTNNEKAYIETRKA---LDSSANMWIGLNDRETS----RLFSWDQS-PLA-IIR--WFPNDPKGRAV-------------------------PG--CVS------------DAETCLV-DDRFFSVYLE
--------------------------------------------------------SLLQTAAPAASGWLRSPQGTVVKL--YRRS-------LSWSKADEFC-KDVD----GRLVVDRTADMHFL-IKNLK------KSRVWVGLRRTAPH----RTWIWSDG-TRQNE---DLLRDEPN---GE---------------EECLFMYSPWE----KLNDYL-CRGCRS------------------
--------------------------------------------------------SLLQTAAPAASGWLRSPQGTVVKL--YRRS-------LSWSKADEFC--DVD----GRLVVDRTADMHLFLIKVKE------KKRVWVGLRRTASH----RTWIWSDG-TRQEG---DL-DAEPN---GE---------------EECLFMYSPWE----KALNDL-CRGC--------------------
--------------------------------------------------------------CPPG--FQH-VYGNCYRP-----S--R--KKLSWSEAQDYC-QQYG----ADLATIHHDGQNVFVQLNG-----GDPKDLWIGVTESAVD----GKASPSKD-S--------------SRDEC-------------------------SM--CTAL-----DAKLQVNDSTCKG-EK-YEEI---
--------------------------------------------------------------CPPG--FQH-VYGNCYRP-----S--R--KKLSWSEAQDYC-QQYG----ADLATIHHDGQNVFVQLNG-----GDPKDLWIGVTESAVD----GKASPSKD-S--------------SRDEC-------------------------SM--CTAL-----DAKLQVNDSTCKG-EK-YEEI---
-----------------------------------------SSSD-------RTSVPAFARLRL---QSKPGSSGACAKN--TL-------------------------------------------------------GELDLGLRRQAIQ----GPKST------------DFVKTYGN-DGSF----------------NYLVLTVANNICEIYCASQA-CGT----------G----------
---------------------TR----ECGSIFQQS----TAGSKTLSSPKLNTSLEEVARSCPQT-NWMRGTSGRCFKS--FDFM--TVKQVGTWEEAERIC-MSFG----AHLAALYTTAEMKFAHMLDR------RPACWIGLREDTRN----GAEYGENN-DIADG----ALPSDPGRAPDETSDIASPSSIREDAVSWCIFIVGAALILSTYADSAP-CSQTRVVSASCEDS----------
---------------------------------MS-----------------WVLFVPFVLGCPAG--WVK-NGDENRCYAIFRFR--ADPERGTWSEAEDLC-MQMS----TSLVTFHDAQDEPLVLNLT-----NDSRPCWIGLRKLP-Q----SEWFWMDD-REYEMEH--WSLADPFAVAKP---------------NNAAGHAEEDA--LVNVDPADFALELQDEGPVSTTTTPAYVRRYQ-
---------------------L-----I-VGVFGR-----------------EVSKLGDTANCPEG--WIS-NGEKTRCFKLVT-----FDRPRTFSHGFKAC-NDLG----GTLASVYKLSDEEAIRRLVG--DIHKTAGCFVGLRDSRDFEKCGRRPCWLID-SELSCAV--YDSGEPKGSSSD---------------S-VEEVYSSNV--SVTLNEEFCCVFLRRRSYVAQS---------Q-

S. rosetta 689799400PX  
N. brasilensis ACS37723 
Collozoum sp. 01603 
Collozoum sp. 01603.1
G. theta XP005836655
R. filosa ETO19249
N. vectensis XP001641575.5 
L. oneistus AAX22005
S. majum AAX22008
A. elongata 00307
A. elongata 00309
N. vectensis XP001641575.4 
N. caninum XP003885782
G. niphandrodes EZG77540 
C. parvum AGK83635
C. muris EEA04765 --------------------LT-----W-LGI----------------------LSSNTAAICPVG--WTP-NSENTRCFKVVT-----FDKPRTYSYGFRVC-NELG----STLATVHKKTDDKAVKRLNP--NTYKTAGCFVGLRDEKDFEKCGRRPCWLID-SELSCAI--YDSGEPKGKNSD---------------S-V----------TLNQDDDLCCVCRNNKDFVAQS---------Q-

Supplementary Figure S3. Sequence alignment for the c-type lectin domains (CTLDs) found in our holobionts as well as other protists and metazoa.  Identifiers from sequences retrieved in the present study are in red. The positions conserved in > 50 % of the sequences are highlighted. 
Species abbreviations: A. millepora, Acropora millepora; P. damicornis, Pocillopora damicornis; S. streptacantha, Spongosphaera streptacantha; N. vectensis, Nematostella vectensis; M. zebra, Maylandia zebra; C. carpio, Cyprinus carpio; B. floridae, Branchiostoma floridae; C. orbicularis, Codakia 
orbicularis; A. anophagefferens, Aureocuccus anophagefferens; S. rosetta, Salpingoeca rosetta; N. brasilensis, Nippostrongylus brasilensis; G. theta, Guillardia theta; R. filosa, Reticulomyxa filosa; L. oneistus, Laxus oneistus; S. majum, Stilbonema majum; A. elongata, Amphilonche elongata; N. caninum, 
Neospora caninum; G. niphandrodes, Gregarina niphandrodes; C. parvum, Cryptosporidium parvum; C. muris, Cryptosporidium muris




