Sensitivity, specificity, positive predictive value and negative predictive value of RDTs and microscopycompared with HVUSqPCR species detection (disaggregated by village)
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RDT=rapid diagnostic test, HYUSqPCR= high volume ultra-sensitive real time polymerase chain reaction
n= number of participants,No. pos=number of participants with a positive test result, Pf= Plasmodium falciparum, non-Pf= RDTs distinguish between P. falciparum, non-P.falciparum, and no infections, mixed= more

than one Plasmodium species was identified Pv= Plasmodium vivax, P.spp. = Plasmodium species not identified
Light microscopy did not detect mixed infections



