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Supplemental Figure 1.
Alignment of trout TRPV1 and TRPV4 amino acid sequences with the corresponding sequences
from other vertebrates.

For both TRPV1 and TRPV4 the domains were determine using InterProScan. The blue
lines mark the ankyrin repeat containing domains, with the aa from the ankyrin repeats in red. The
dotted line corresponds to the channel domains, with the corresponding transmembrane domains (S1
to S6 from top to bottom) delimited by the red squares. Asterisk: fully conserved residues; column:
groups of strongly similar properties; period: groups of weakly similar properties.ClustalW
(Supplemental Materials and Methods).

Trout TRPV1(Oncorhynchusmykiss; KJ135121): The sequence was aligned with the
corresponding  sequences  from Daniorerio (NP_001119871.1), Pundamilianyererei
(XM_005737809.1), Salmosalar (NP_001133970.1) and Rattusnorvegicus (NM_031982.1); the rat
sequence was added because it is so far the best characterized sequence among the TRP. Amino acid
residues, which roles have been highlighted in the rat are marked in bold and color.Bold/Pink and
arrow: Y653 of the rat sequence has been unequivocally associated to temperature gating; this residue
is conserved in all the fish sequences displayed. Bold/Dark brown and arrows: The residuesN628
and N652located between the transmembrane domains 5-6 (i.e., the pore region)mediate temperature
sensitivity in the rat; none is conserved in the trout. Q727and W752located in the C-terminal end of
the sequence are believed to be important for transmitting the temperature response; in the fish
sequences glutamine is replaced by residues with similar properties, while tryptophan is conserved.
Bold/Green and arrows:Residues E600 and E648 of the rat sequence mediate the acidic activation of
the channel; E648 is conserved in salmonids. Bold/Blue and arrows: the residues S512 and T550 of
the rat sequence are important for the response to capsaicin, only serine has been conserved in the
salmonids sequence, none is present in the zebrafish, which does not respond to

capsaicin.Bold/brow/underlined: The two serine residues (S502 and S800) are two identified

phosphorylation sites by phospholipase C (PLC) that might contribute to channel sensitization; both
are conserved in salmonids.

For details and references see text.



Trout TRPV4(Oncorhynchusmykiss; KJ135122) sequenceis aligned with the sequences
from Daniorerio: (XM_001042730.1), Oreochromisniloticus: (XM_003451734.2),
Xiphophorusmaculatus: (XM_005804073.1), Takifugurubripes: (XM _003974984.1) and the predicted

sequence from Oryziaslatipes (XM_004072398.1).



