Supplementary Table 4. Sequences of primers use for pax8-CNS1 mutations and RT-qPCR

analyses.
Primers used for mutation of pax8-CNS1
Name Forward Reverse
pax8CNS1m  3’-CTCAGTAAACAGCCGCCGACTGTTGCATTAGCCT  3’-CCCTATAAAAGTGAGAATTCATTTCCAGGC
ut-lucMeis GGAAATGAATTCTCACTTTTATAGGG-5’ TAATGCAACAGTCGGCGGCTGTTTACTGAG-5’
pax8CNS1m  3’-GCCTGACACTGCATTAGCCTGGAAGCGGCGGGT  3'-GATTTGCAATTTCCCTATAAAAGTGACCCG
ut-lucHP1 CACTTTTATAGGGAAATTGCAAATC-5 CCGCTTCCAGGCTAATGCAGTGTCAGGC-5’
pax8CNS1m 3’-CACTGTCCCCGAGGGCGGATCCATGCTCAGTAA  3’-CAGGCGGCTGTTTACTGAGCATGGATCCGC
ut-lucHP2 ACAGCCGCCTG-5’ CCTCGGGGACAGTG-5’
pax8CNS1Im  3’-GAGGAGTCAGGATTTAATTCAGCGGGCGGTTAA  3'-GGGGACAGTGCATACAGAGGACTAGTTAA
ut-lucHP3 CTAGTCCTCTGTATGCACTGTCCCC-5’ CCGCCCGCTGAATTAAATCCTGACTCCTC-5’
Primers used for RT-qPCR
gene Forward Reverse
aklb 3’-CAGCCATCATGGAGAGAGGAG-5’ 3’-TGTCCAGAACTGTGTCCAAAGG-5’
aldh2al 5'-TTCAGCAATGCAAGCAGGAA-3' 5'-GCTTTGAGCATTCAGAGCATTGTA-3'
beta actin 3’-TCTATTGTGGGTCGCCCAAG-5 3’-TTGTCCCATTCCAACCATGAC-5’
cyp26al 5'-GGAGACTCTGCAAATGGTGCT-3' 5'-CGCTTCATTTGGAGGAACTTG-3'
hoxal 5'-CCACCCAAAACAGGTAAGGCT -3' 5'-GTTGGGCTGGCCAACATAA-3'
hoxa3 3’-ACAAGAGGTCGGACCAGGG-5’ 3’-TCTGTCACGTGGCGTTCCT-5’
hoxb3 3’-AAGAAGCCCCCAAATTGACC-5 3’-GAGGTGATGGTTGGGCTGAG-5’
hoxb4 3’-CCGTGGTGTACCCCTGGAT-5 3’-TGGAAGTGGCCTTGGAGATG-5’
hoxc5 3’-ACCAAACTGCACATGAGCCA-5 3’-ACTTGTCCGGGAACGCTTC-5’
Hoxd1 3’-GTCAGCACGTTTGATTGGATGA-5’ 3’-TTTGTCCTCACATTGCAGGG-5’
lhx1 5'-CAACATGCGAGTAATCCAGGTC-3' 5'-CTCTCTTTGGATCGTCGGTTCT-3'
meis3 3’-TACGATTCCACCTGCTGGAGT-5’ 3’-CGGTGGCAGAAATTGTCACAC-5’
pax8 5’- CAGCAATTTCAATATAGGTCACGG-3’ 5’- TCCATTCACAAAAGCCCCAC-3’
odc 3’-GGGCAAAGGAGCTTAATGTGG-5’ 3’-TGCCAACATGGAAACTCACAC-5
sema3f 3’-AAGCAGGAAAACATGGCGAC-5’ 3’-CACGCCTGCATACAGCACTC-5’
sh3bp5 3’-GATTTGATTGGTCTGCCCTTG-5 3’-CCCAGATCAGCAACCTTCCTC-5’
slc12al 3’-ACCGCCAAGTCAGACTGAATG-5’ 3’-TTGCCACAGGAAGACTCAGGA-5’
tmem38a 3’-CATGGTACTGATCGGATGGGT-5’ 3’-TTGGACATCAGGGCCACTC-5’

vcan

3’-GGGTACAAGGCGGTCACCT-5’

3’-CTTATCGTTGAGGCCAATCCA-5’







