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ABSTRACT: Background: Even though Parkinson’s
disease (PD) is typically viewed as largely affecting gray
matter, there is growing evidence that there are also
structural changes in the white matter. Traditional con-
nectomics methods that study PD may not be specific to
underlying microstructural changes, such as myelin loss.
Objective: The primary objective of this study is to inves-
tigate the PD-induced changes in myelin content in the
connections emerging from the basal ganglia and the
brainstem. For the weighting of the connectome, we
used the longitudinal relaxation rate as a biologically
grounded myelin-sensitive metric.
Methods: We computed the myelin-weighted connectome
in 35 healthy control subjects and 81 patients with PD. We
used partial least squares to highlight the differences
between patients with PD and healthy control subjects.
Then, a ring analysis was performed on selected brainstem
and subcortical regions to evaluate each node’s potential
role as an epicenter for disease propagation. Then, we used

behavioral partial least squares to relate the myelin alter-
ations with clinical scores.
Results: Most connections (�80%) emerging from the
basal ganglia showed a reduced myelin content. The
connections emerging from potential epicentral nodes
(substantia nigra, nucleus basalis of Meynert, amygdala,
hippocampus, and midbrain) showed significant
decrease in the longitudinal relaxation rate (P < 0.05).
This effect was not seen for the medulla and the pons.
Conclusions: The myelin-weighted connectome was able
to identify alteration of the myelin content in PD in basal
ganglia connections. This could provide a different view on
the importance of myelination in neurodegeneration and
disease progression. © 2021 The Authors. Movement Dis-
orders published by Wiley Periodicals LLC on behalf of
International Parkinson and Movement Disorder Society
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Introduction

Parkinson’s disease (PD) is a neurodegenerative disorder
that is characterized by motor and nonmotor symptoms.
PD is considered to be a disease that mainly affects the
gray matter, specifically the dopaminergic neurons that
affect motor function. In addition, this disease has been
characterized by the accumulation of misfolded ɑ-
synuclein proteins across the brain.1-4 It has also been
noted that the myelination status and the size of the axons
could play an important role in neurodegeneration in PD.5

A well-established model of PD suggests that the disease
progression (ie, neurodegeneration) follows a topological
sequence.6 According to the Braak hypothesis, there are six
stages of disease progression. The disease first affects the
lower part of the brainstem and then spreads to the
medulla oblongata, the pons, the midbrain, the mes-
ocortex, and finally, the neocortex. An alternative hypothe-
sis for the disease spreading has also been proposed,
according to which the disease first starts in the cortex and
then spreads to the rest of the brain.7,8 It has been recently
suggested that neurodegeneration in patients with PD with
rapid eye movement sleep behavior disorder (RBD;
PDRBD) follows the Braak model (“bottom-up”) of disease
progression,9,10 whereas neurodegeneration in patients
with PD without RBD (PDnonRBD) follows the alternative
“top-down” model (from cortex to brainstem).10,11

Like other neurodegenerative disorders, one possible
hypothesis of PD progression is that it progresses by means
of a prion-like mode of transmission throughout the
brain.12-16 This mechanism of transmission is characterized
by the transneuronal spread of misfolded ɑ-synuclein. In
this manner, the pathology can travel from one brain
region to another via interconnected neural pathways. This
is analogous to how infectious diseases spread through
person-to-person contact. Hence several studies12,17 have
used spreading models, such as the susceptible-infected-
removed model or the network-diffusion model, to investi-
gate how the degeneration propagates through the brain.
Magnetic resonance imaging (MRI) has made it possi-

ble to investigate the neurodegenerative patterns of PD in
vivo.18 In particular, a number of diffusion-weighted
imaging (DWI) studies have demonstrated alterations in
brain network architecture in various cortical and subcor-
tical systems. Moreover, changes in tensor metrics, such
as radial diffusivity and fractional anisotropy, in
nigrostriatal fibers are related to the extent of motor defi-
cits present in patients with PD.19 White matter abnor-
malities are routinely found in the white matter of the
frontal and parietal lobes.20,21 White matter microstruc-
tural damage in patients with PD who do not exhibit cog-
nitive impairment has also been found to occur before
gray matter atrophy can be detected.22 Although DWI
has repeatedly identified white matter abnormalities in
PD, DWI metrics are not specific to a single microstruc-
tural property and can be affected by different

pathological mechanisms (eg, neuronal/myelin loss). Only
recently have researchers started to investigate whether
PD affects myelin in white matter. In the study of Dean
et al.,23 the authors performed voxel-wise comparisons of
myelin-sensitive MRI metrics (myelin water fraction
[MWF], longitudinal relaxation rate [R1], transverse
relaxation rate [R2]) and found myelin alterations in the
frontal and temporal white matter (R2, MWF), as well as
in the thalamus (R1). Another study24 used the MWF to
investigate the alterations in myelin content in 20 different
white matter regions of interest (ROIs). They did not find
significant differences between the patients with PD and
healthy control subjects (HCs), but they did find that the
MWF was negatively correlated with clinical scores.
Compared with previous studies23,24 that focused on

investigating voxel-wise demyelination or considering
specific white matter tracts, in this article we took a
whole-brain connectomics approach to investigate the
effect of PD on myelin in the white matter. This
approach leverages network models and graph theory to
characterize the brain structure in terms of connectivity
patterns.25 As a result, we are able not only to compare
patients and healthy subjects in a data-driven fashion but
also to test the role of potential epicenters for the disease.
There is a growing interest in evaluating pathology for
which myelin-specific changes in brain connectivity are
suspected.26-28 Several myelin-sensitive metrics have been
proposed, including R1.29,30 For this study, we chose R1
because it has been shown to be highly correlated with
myelin31,32 in a broad range of pathologies. We then per-
formed multivariate statistical analysis to identify (1) con-
nections that differentiate between patients with PD and
HC in terms of myelination status, and (2) connections
that correlate with Movement Disorder Society Unified
Parkinson’s Disease Rating Scale (MDS-UPDRS) Part III
clinical score. Furthermore, we tested the hypothesis that
most of the alteration of the myelin is concentrated in the
connections emerging from the subcortical regions.

Subjects and Methods
Subjects

Thirty-five HCs (12 females/23 males, mean age � SD:
61.2 � 9.16 years) and 81 patients with PD (52 females/
29 males, mean age � SD: 61.6 � 9.6 years) participated
in this study. The study was approved by the local ethics
committee (CPP Paris VI, RCB: 2009-A00922-55). All sub-
jects provided written informed consent.

Clinical Assessment
The subjects were evaluated using the Hoehn and Yahr

staging.33 For all subjects, the motor disability was assessed
in the off state, following 12 hours of withdrawal of dopami-
nergic treatment, using the MDS-UPDRD Part III. Also, the
subjects were assessed for their cognitive abilities using the
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Mini-Mental State Examination (MMSE),34 Montreal Cog-
nitive Assessment,35 andMattis Dementia Rating Scale.36

The PD patients were also evaluated for presence of
RBD using interviews and video polysomnography, fol-
lowing international criteria by the American Academy
of Sleep Medicine.37 Therefore, the PD patients were sub-
divided into two groups: PDRBD, which consisted of 22
patients; and PDnonRBD, which included 59 patients.
The demographic data and the clinical scores were

compared between the groups (Table 1) using a Kruskal–
Wallis nonparametric test. The gender was compared
with a χ2 test. Significant differences were observed for
the MDS-UPDRS off (P = 6.95E�17) score, Hoehn and
Yahr score (P = 4.71E�25), and MMSE score
(P = 0.025) between HCs and PD patients. Also, there
was a significant difference in the disease duration
between the PDnonRBD and PDRBD groups; ie, the
PDRBD group had 6.8 months longer disease duration
than the PDnonRBD group (P = 0.017).

MRI Data Acquisition
Each of the participants was scanned on a 3T SIEMENS

Prisma Scanner following a multimodal acquisition

protocol. The protocol for each subject included: (1) three-
shell DWI sequence (repetition time = 10,400 ms; echo
time = 59 ms; voxel size = 1.7 � 1.7 � 1.7 mm3; gradient
directions [per shell] = 64, 32, and 8 at, respectively,
b = 2500, 700, 300 s/mm2; nondiffusion [b0] images per
shell = 6, 6, and 2); (2) magnetization-prepared 2 rapid
acquisition gradient echoes (MP2RAGE) sequence to esti-
mate the R1 (repetition time = 5000 ms; echo
time = 2.98 ms; flip angles = 4–5 degrees; inversion
time = 700/2700 ms; field of view = 256 � 232 mm;
voxel size = 1 � 1 � 1 mm3).

R1 Map Reconstruction
The R1 map was calculated using the qMRLab soft-

ware tool.38 A UNI image is used to reconstruct the
map. The UNI image is obtained with a combination of
two gradient echo images with different inversion times
(INV1 and INV2),39 produced with the MP2RAGE
protocol,39 with different flip angles and with different
inversion times. The benefit of using the unified
T1-weighted image is that it is free from proton density
and T2* contrast.

TABLE 1 Demographic data

PD

HC
HC vs. PD,
P value

RBD vs. non-
RBD, P valueTotal PDnonRBD PDRBD

n 81 59 22 35 – –

Gender, F/M 52/29 37/22 15/7 12/23 2.945E�3 0.65

Age, mean � SD (y) 61.6 � 9.6 60.83 � 10.21 63.86 � 7.47 61.2 � 9.16 0.16 0.34

Disease duration,
mean � SD (mo)

18.95 � 12.54 17.11 � 12.69 23.91 � 10.89 – – 0.017

Levodopa equivalent
daily dose,
mean � SD

– 318 � 318 393.4 � 151.8 – – –

MDS-UPDRS off,
mean � SD

30.53 � 8.02 31.07 � 8.24 29.09 � 7.4 5.14 � 5.15 6.95E�17 0.33

MDS-UPDRS on,
mean � SD

26.61 � 7.82 25.62 � 10.47 24.4 � 6.76 – – 0.34

H&Y score,
mean � SD

2.02 � 0.22 2 � 0.19 2.09 � 0.29 0 � 0 4.71E�25 0.1

MMSE score,
mean � SD

28.96 � 1.28 28.9 � 1.36 29.14 � 1.08 29.48 � 0.78 0.025 0.47

MoCA score,
mean � SD

27.62 � 2.26 27.61 � 2.2 27.64 � 2.48 28.03 � 1.48 0.66 0.70

MATTIS score,
mean � SD

138.86 � 4.92 138.71 � 5.25 139.27 � 3.96 139.88 � 3.85 0.51 0.97

The demographic data between the groups were compared with a Kruskal–Wallis test, and the P values are reported. For the gender comparison, a χ2 test was used. The signifi-
cant results are highlighted in bold.
PD, Parkinson’s disease; PDnonRBD, PD without rapid eye movement sleep behavior disorder; PDRBD, PD with rapid eye movement sleep behavior disorder; HC, healthy
control subject; RBD, rapid eye movement sleep behavior disorder; MDS-UPDRS, Movement Disorder Society Unified Parkinson’s Disease Rating Scale; H&Y, Hoehn and
Yahr; MMSE, Mini-Mental State Examination; MoCA, Montreal Cognitive Assessment; MATTIS, Mattis Dementia Rating Scale.
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Data Preprocessing
The T1-weighted images for each subject were

first denoised using a robust noise background removal
tool40 as implemented in https://github.com/JosePMarques/
MP2RAGE-related-scripts/commit/94de0cb236ba49ffcd47
120dd73805779a0330da, and N4 bias field correction
(version 2.2)41 was applied. After the denoising and the
bias correction, the images were processed using FreeSurfer
6.042 to segment the different brain tissues and to
parcellate the brain using the Desikan–Killiany atlas.43

We used the following additional ROIs to cover all
the structures of interest for PD: (1) the midbrain and
the pons, as segmented from FreeSurfer44; (2) the poste-
rior part of medulla oblongata, which was manually
segmented45; (3) the locus coeruleus (LC), which was
segmented semiautomatically as previously
described46,47; (4) the nucleus basalis of Meynert
(NBM), which was segmented manually using T1- and
T2-weighted images; and (5) the substantia nigra (SN),
obtained from the atlas of the basal ganglia48 and
nonlinearly registered to each subject using ANTs 3.0
(http://stnava.github.io/ANTs/). We also made sure that
the SN ROI did not overlap with the midbrain ROI.
The diffusion data were preprocessed using MRTrix

3.0.49 The pipeline for the diffusion preprocessing is
described in Boshkovski et al.29 In brief, the diffusion
images were first denoised50,51 and then corrected for
Gibbs ringing artifacts52 and B1 field inhomogeneity.
Then the images were also corrected for motion53 and
inhomogeneity distortions54 using the FSL’s eddy and
topup tools, relying on b0 images acquired with reverse-
phase encoding. The tractogram for each subject was
reconstructed deterministically using multi-tissue con-
strained spherical deconvolution55 and anatomically
constrained tractography.56

Myelin-Weighted Networks
The structural connectome for each subject was

reconstructed using the Desikan–Killiany parcellation and
the reconstructed tractograms. A weight was assigned to
each connection in the connectome. The weight was calcu-
lated as the median R1 value along the bundle of stream-
lines between each pair of regions. Then, for each group,
a group-connectome was constructed by taking the
median across subjects of the connections that were pre-
sent in at least 50% of the subjects.57 As a complementary
approach to the R1-weighted connectome, we also used
diffusion-based measures as a term of comparison for our
results. More details are provided in Appendix S1.

Partial Least Squares Analysis
First, we wanted to characterize the differences

between PD patients and HCs in the whole brain in a
data-driven fashion. Therefore, we used partial least
squares (PLS) analysis, which is a multivariate

statistical technique used to relate two sets of variables
to each other.58-61 The first set of variables represents
the weights of the connections, while the second set rep-
resents the experiment design. More details about the
analysis are provided in Appendix S1.
In this study, we used mean-centering PLS to com-

pare the HC group with PD groups (HC vs. PD, HC
vs. PDnonRBD, HC vs. PDRBD) and behavioral PLS to
relate connectivity patterns with clinical scores (MDS-
UPDRS Part III, MMSE, Montreal Cognitive Assess-
ment, Mattis Dementia Rating Scale) for the PD group.
The PLS analysis tries to find linear combinations of
variables in both sets that maximally covary with each
other. For the mean centering, we aimed to find an
optimal contrast between HC and PD groups, as well
as connectivity patterns that maximally covary with
this contrast. In contrast, for the behavioral PLS, we
aimed to find a relationship between the connectivity
pattern and behavioral (clinical) scores. In this analysis,
the mean-centered and behavioral data matrices are
subjected to singular value decomposition, which out-
puts the mutually orthogonal latent variables (LVs).62

The statistical significance of the LVs was estimated
using permutation tests (500 permutations). The permu-
tation tests randomly reordered the subjects in the origi-
nal data matrices while ignoring their group assignments.
Then, from the permuted data matrices, we calculated
covariance matrices, which were then subjected to singu-
lar value decomposition. Because the singular values
reflect the degree of the statistical relationship of the LVs,
the P values were computed as the proportion of the
number of times the singular values were greater than the
singular values of the original covariance matrix.
To check the reliability of each individual connection,

we conducted a bootstrap resampling with 500 boot-
straps. From the bootstrap distribution, a standard error
was estimated for each connection, that corresponds to
the stability of the connection. Afterward, a bootstrap
ratio (BSR) was calculated for each connection by divid-
ing the connection’s weight (from the singular vectors)
by its bootstrap-estimated standard error. The BSRs
were then thresholded at values that corresponded to
99% confidence intervals to extract the most reliable
connections. To assess the influence of gender and age
on the mean-centering PLS analysis, we computed the
related Pearson correlation coefficients with the LVs.

Connectivity Ring Analysis
As a second step, we wanted to investigate the role

of specific ROIs in the myelin alterations. Therefore,
a connectivity ring analysis63 was performed to assess
the hypothesis that the connections emerging from
the disease epicenters would show greater structural
damage in the early stages of the disease. Eight groups
of nodes (four subcortical: bilateral SN,64 NBM,65
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hippocampus,66 and amygdala67; and four brainstem:
medulla,45 pons,68 midbrain,69 and LC70) were consid-
ered as potential epicenter nodes from where the disease
would spread. We chose these regions from the relevant
literature.10 For each potential epicenter, two sets of
nodes, denoted as rings, were defined using the informa-
tion provided by tractography (Fig. 1). The first ring con-
sisted of nodes that were directly connected to one of the
epicenter nodes (ie, a set of streamlines intersecting both
nodes existed; see Appendix S1), while the second ring
was composed of nodes indirectly connected to the epicen-
ter nodes through a single node from the first ring. Then,
for each subject, we calculated the median R1 value of the
connections for each of the rings. The median R1 value of
the rings between the groups (PD and HC) was compared
using analysis of covariance while controlling for age and
sex, and corrected for multiple comparisons using false
discovery rate. To characterize potential differences in
myelin content within the epicenters themselves, for each
epicenter we computed the median R1 value. We then
compared the related distributions for HC and PD groups
using two-sample t tests.

Results

To assess the connectome differences between the PD
and HC participants, we performed a PLS analysis.
This type of analysis allowed us to identify the connec-
tions that maximally and reliably (BSR > 2.56) covaried
between the two groups. The mean-centered PLS analy-
sis showed that most of the connections that demon-
strated a difference between HCs and PD patients
emerged from the basal ganglia (Fig. 2). The highest
number of affected connections (80%) emerged from
the SN. The identified multivariate connectivity pattern
included connections between the SN and the bilateral
precentral gyrus, postcentral gyrus, precuneus, superior
frontal gyrus, caudate, midbrain, pons, and medulla;
between the LC and thalamus and the midbrain; and
between the hippocampus and amygdala. The patterns
obtained using diffusion-based measures did not show
the same pattern (Fig. S2-S3). The correlation values of
the LVs with age and gender (age: r = �0.133,
P = 0.1547; gender: r = 0.088, P = 0.3473) do not sug-
gest that they influenced the model. After subdividing the

FIG. 1. Example representation of the first and second rings. The nodes in red represent the potential epicenters. The connections in red are first ring
connections, ie, connections emerging from the epicenters, while the connections in green are second ring connections, ie, connections of the first ring
nodes with the second ring nodes. [Color figure can be viewed at wileyonlinelibrary.com]

FIG. 2. Connectogram of the multivariate connectivity pattern obtained with mean-centering partial least squares, composed of the connections that
maximally covary between the groups. These connections showed decreased longitudinal relaxation rate (R1) in the Parkinson’s disease (PD) groups
compared with the healthy control (HC) group. Most of the connections associated with a significant HC/PD difference are emerging from the basal
ganglia (BG). BS, brainstem; FRO, frontal lobe; OCC, occipital lobe; PAR, parietal lobe; SC, subcortical regions, including amygdala, hippocampus,
thalamus, and nucleus basalis of Meynert; TEM, temporal lobe. [Color figure can be viewed at wileyonlinelibrary.com]
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PD data into PDnonRBD and PDRBD, comparisons with
the control group showed that the PDRBD group
exhibited more affected connections with a decreased R1
between the basal ganglia and cortex, as well as more
corticocortical connections. In contrast, when we directly
compared the two PD groups, the PLS analysis did not
identify any significantly different connection. This could
be because of the small sample size of the PDRBD group.

To further examine how the disease progression
affected the myelin content, we performed a connectivity
ring analysis in which the connections were subdivided
into two sets (Fig. 3). Among the subcortical regions, all
four regions emerged as potential epicenters: the SN,
amygdala, hippocampus, and NBM. The median R1 of
the SN first ring was significantly decreased in the PD
groups compared with controls (P = 1.02 � 10�11,

FIG. 3. Ring analysis of the eight potential bilateral epicenter regions. A significant difference of the median longitudinal relaxation rate (R1) was found
for the first rings of substantia nigra, hippocampus and amygdala, nucleus basalis of Meynert, and midbrain. No significant difference was observed for
the second rings for all seven potential epicenters. Dots in the bar plots represent the subject’s median R1 of the first and second rings, respectively.
*** indicates a significant difference of the median R1 of the ring with P < 0.001, while * indicates a significant difference with a P < 0.05. [Color figure
can be viewed at wileyonlinelibrary.com]
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analysis of covariance corrected for multiple compari-
sons). Significant decreases of the first ring median R1
value were also obtained for the NBM
(P = 6.98 � 10�11), amygdala (P = 1.22 � 10�12), and
hippocampus (P = 0.0017). There was no significant dif-
ference between the HC and PD groups in the second
ring’s median R1.
Among the brainstem regions (midbrain, pons,

medulla, and LC), we found a significant difference
only for the midbrain’s first ring median R1 between
the HC and PD groups (P = 0.046), and that relation-
ship was only marginally significant. We did not find
any significant differences in the median R1 distribu-
tions within the epicenters.
To correlate these findings with clinical symptoms, we

then examined the relationship of the myelin content
with the clinical scores using behavioral PLS. We found
that the MDS-UPDRS Part III correlates positively with
the identified multivariate connectivity pattern
(r = �0.85, P < 0.01) (Fig. 4). For six of the eight con-
nections identified, the LVs estimated with the behavioral
PLS analysis negatively covaried with MDS-UPDRS Part
III clinical score. The connections that negatively covaried
with the MDS-UPDRS Part III score were between the
putamen and precentral gyrus (BSR = 2.66), superior

parietal gyrus (BSR = 3.05), and lateral occipital gyrus
(BSR = 2.75), as well as between the thalamus and para-
central lobule (BSR = 2.9) and the postcentral gyrus
(BSR = 2.75), and between the inferior temporal gyrus
and superior parietal gyrus (BSR = 2.64). Two connec-
tions positively covaried with the MDS-UPDRS Part III
score: between inferior parietal gyrus and temporal pole
(BSR = �2.89) and between paracentral lobule and ros-
tral anterior cingulate gyrus (BSR = �2.59). We did not
find any significant connectivity pattern for any of the
other clinical scores.

Discussion

In this study, we have shown that the myelin-
weighted connectome was able to identify alterations of
the myelin content along connections that were mostly
emerging from the basal ganglia. Using a ring analysis,
we have shown that the SN, NBM, amygdala, hippo-
campus, and midbrain present significantly decreased
R1 in the connections directly emerging from them and
could be confirmed as potential epicenters. In addition,
using behavioral PLS, we identified a subnetwork that
maximally covaried with the MDS-UPDRS Part III
motor score. When performing behavioral PLS on the
clinical scores associated with cognitive impairment, we
could not identify any subnetwork significantly associ-
ated with those scores. This appears to suggest that
cognitive deficits associated with demyelination are
more subtle than the motor ones.
Most of the connections showing alterations in the

myelin content between the PD and HC groups were
emerging from the SN, connecting it with the caudate
nucleus, frontal and parietal cortical areas, and the
brainstem regions. This is in line with previous studies
that have reported altered microstructural integrity
along the nigrostriatal connections,19,71,72 as well as
altered functional connectivity of the cortical regions
connected to SN.73 Moreover, according to the Braak
and Del Tredici hypothesis, the regions with long pro-
jections that are unmyelinated or poorly myelinated are
more susceptible to Lewy body pathology.5 Because the
nigrostriatal connections are poorly myelinated, it is
expected that the SN is more susceptible to this pathol-
ogy. Using R1 to probe a poorly myelinated region
would result in a reduced dynamic range for the myelin
measurement, but the robustness and high resolution of
the MP2RAGE sequence produced reliable statis-
tics.74,75 Other affected connections were identified
between the LC and thalamus and the LC and mid-
brain, as well as between the hippocampus and amyg-
dala, which is also in line with the pathological lesions
in the LC, as reported from a previous study that used
neuromelanin-sensitive MRI.10

FIG. 4. Multivariate connectivity pattern from the behavioral partial least
squares that identifies the connections that maximally covary with the
Movement Disorder Society Unified Parkinson’s Disease Rating Scale
(MDS-UPDRS) Part III. The red links represent positive covariance with
the clinical score, while the green ones represent negative covariance.
The number associated with each connection represents the BSR,
which shows how reliably the connections contribute to the multivariate
connectivity pattern. BG, basal ganglia; BS, brainstem; FRO, frontal
lobe; OCC, occipital lobe; PAR, parietal lobe; SC, subcortical regions,
including amygdala, hippocampus, thalamus, and nucleus basalis of
Meynert; TEM, temporal lobe. [Color figure can be viewed at
wileyonlinelibrary.com]
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Previous studies have reported that the PDRBD group
has a more extensive form of PD compared with the
PDnonRBD group.76 They found increased nodal mea-
sures (local efficiency, clustering coefficient, nodal
betweenness, and nodal degree) in the limbic system and
the neocortex in the PDRBD group compared with the
PDnonRBD group. In line with those results, in our PLS
analysis the multivariate connectivity pattern did not vary
much when we analyzed the whole PD group compared
with when we divided the patients into PDnonRBD and
PDRBD groups. Nevertheless, the direct comparison
between PDnonRBD and PDRBD did not lead to any sig-
nificant results, so future work is needed to make further
considerations on the differences between these subgroups.
We then tested the hypothesis thatmost of the connections

emerging from the potential disease epicenters would have
decreased myelin content compared with the HCs. Our
results showed a significantly decreasedmedianR1 along the
connections emerging from the SN in the PD population
compared with the control population. Previous imaging
studies have already shown that the SN is an epicenter from
where the disease spreads.10,12,77 Besides the SN, the amyg-
dala, hippocampus, NBM, and midbrain have also shown
significantly reduced R1 in their first ring. Because the first
ring connections are directly connected with the related epi-
centers, this result suggests lower myelination in such con-
nections, whereas the second ring, and therefore indirect,
connections showed myelination comparable with HCs.
This is consistent with the alternative “top-down” model of
PD progression, as reported in previous studies.10,11 In con-
trast, previous studies have reported that the PDRBD follows
the “bottom-up”model of disease progression. However, we
did not observe significant differences of the first ring’s
median R1 for the brainstem regions. This could be due to
the fact that the whole-brain tractography could not always
reconstruct the fibers emerging from small structures, such
as the LC, without anatomical priors on the fiber structure
itself.78,79 Another possibility is that the brainstem’s larger
structures, such as the pons andmedulla, could be overrepre-
sented with connections that are not affected, which may
givemisleading results.
Finally, using behavioral PLS, we identified a sub-

network of connections that maximally covaried with the
MDS-UPDRS Part III motor clinical score. Most of the
identified connections negatively covaried with the motor
clinical score and emerge from the putamen connecting it
with the precentral and superior parietal gyrus. This is in
line with the motor symptoms caused by the disease,
because the putamen is linked to motor performance, as it
has been shown previously.80 Other connections that also
negatively covaried with the motor score were identified
between the thalamus and the paracentral lobule and
postcentral gyrus, which is also in agreement with previ-
ous diffusion and functional MRI studies.72,81

There are several limitations to this study. First, R1 can
be influenced by factors other than myelin, in particular

the presence of edema or inflammation processes. Unfor-
tunately, any MRI measure of myelin can be influenced
by other phenomena, but a recent meta-analysis showed
that most MRI techniques are comparable when quanti-
fying myelin content.31 Another factor is iron accumula-
tion; because iron accumulation has been shown to take
place in PD,82 we cannot exclude that it may have
influenced these results, and further work is needed to
explore this perspective. Second, our sample included an
unbalanced number of PDRBD and PDnonRBD patients:
we had a greater population of PDnonRBD compared
with PDRBD, which could have driven the results when
analyzing the whole PD population.
In conclusion, the myelin-weighted connectome deter-

mined alterations in myelin content in PD patients, espe-
cially in connections emerging from the basal ganglia.
Furthermore, the alterations of myelin content along the
connections emerging from the potential epicenters are in
line with the “top-down” model of disease progression for
PDnonRBD. Further investigation is needed to validate
that the alterations of myelin content along the connec-
tions emerging from the small brainstem nuclei in PDRBD
follow the “bottom-up” model of disease progression.

Acknowledgments: This study was supported by grants from the
Investissements d’Avenir (Paris Institute of Neurosciences [IHU]; ANR-
10-IAIHU-06 and ANR-11-INBS-0006 to S.L.), Fondation d’Entreprise
EDF (S.L.), Biogen Inc. (S.L.), Fondation Thérèse and René Planiol
(M.V.), Fondation Saint Michel (M.V.), unrestricted support for research
on Parkinson’s disease from Energipole (M. Mallart) (M.V.), M.Villain
and Société Française de Médecine Esthétique (M. Legrand) (M.V.), Mon-
treal Heart Institute Foundation (N.S.), Canadian Open Neuroscience
Platform (Brain Canada PSG) (N.S.), Quebec Bio-Imaging Network
(8436-0501 to N.S.), Natural Science and Engineering Research Council
of Canada (2016-06774 to N.S.), Fonds de Recherche du Québec (FRSQ
36759 and FRSQ 35250 to N.S.), and the Wellcome Trust through a Sir
Henry Wellcome Postdoctoral Fellowship (213722/Z/18/Z to M.M.).

Data Availability Statement
Data available on request from the authors

References
1. Brundin P, Melki R. Prying into the prion hypothesis for parkinson’s

disease. J Neurosci 2017;37(41):9808–9818. https://doi.org/10.
1523/JNEUROSCI.1788-16.2017

2. Breydo L, Wu JW, Uversky VN. α-Synuclein misfolding and
Parkinson’s disease. Biochim Biophys Acta - Mol Basis Dis 2012;
1822(2):261–285. https://doi.org/10.1016/j.bbadis.2011.10.002

3. Masuda-Suzukake M, Nonaka T, Hosokawa M, et al. Prion-like
spreading of pathological α-synuclein in brain. Brain 2013;136(4):
1128–1138. https://doi.org/10.1093/brain/awt037

4. Luk KC, Kehm V, Carroll J, et al. Pathological α-synuclein transmis-
sion initiates Parkinson-like neurodegeneration in nontransgenic
mice. Science 2012;338(6109):949–953. https://doi.org/10.1126/
science.1227157

5. Braak H, Del Tredici K. Neuroanatomy and Pathology of Sporadic
Parkinson’s Disease. Vol. 201. Heidelberg: Springer; 2009.

6. Braak H, Del Tredici K, Rüb U, De Vos RAI, Jansen Steur ENH,
Braak E. Staging of brain pathology related to sporadic Parkinson’s
disease. Neurobiol Aging 2003;24(2):197–211. https://doi.org/10.
1016/S0197-4580(02)00065-9

Movement Disorders, Vol. 37, No. 4, 2022 731

T H E M Y E L I N - W E I G H T E D C O N N E C T O M E I N P D

 15318257, 2022, 4, D
ow

nloaded from
 https://m

ovem
entdisorders.onlinelibrary.w

iley.com
/doi/10.1002/m

ds.28891 by C
ochrane France, W

iley O
nline L

ibrary on [25/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

https://doi.org/10.1523/JNEUROSCI.1788-16.2017
https://doi.org/10.1523/JNEUROSCI.1788-16.2017
https://doi.org/10.1016/j.bbadis.2011.10.002
https://doi.org/10.1093/brain/awt037
https://doi.org/10.1126/science.1227157
https://doi.org/10.1126/science.1227157
https://doi.org/10.1016/S0197-4580(02)00065-9
https://doi.org/10.1016/S0197-4580(02)00065-9


7. Ubeda-Bañon I, Saiz-Sanchez D, De La Rosa-Prieto C, Martinez-
Marcos A. α-Synuclein in the olfactory system in Parkinson’s dis-
ease: role of neural connections on spreading pathology. Brain Struct
Funct 2014;219(5):1513–1526. https://doi.org/10.1007/s00429-013-
0651-2

8. Hawkes CH, Del Tredici K, Braak H. Parkinson’s disease: a dual-hit
hypothesis. Neuropathol Appl Neurobiol 2007;33(6):599–614.
https://doi.org/10.1111/j.1365-2990.2007.00874.x

9. Knudsen K, Fedorova TD, Hansen AK, et al. In-vivo staging of
pathology in REM sleep behaviour disorder: a multimodality imag-
ing case-control study. Lancet Neurol 2018;17(7):618–628. https://
doi.org/10.1016/S1474-4422(18)30162-5

10. Pyatigorskaya N, Yahia-Cherif L, Valabregue R, et al. Parkinson
disease propagation using MRI biomarkers and partial least squares
path modeling. Neurology 2021;96(3):e460–e471. https://doi.org/
10.1212/WNL.0000000000011155

11. Horsager J, Andersen KB, Knudsen K, et al. Brain-first versus body-first
Parkinson’s disease: a multimodal imaging case-control study. Brain
2020;143(10):3077–3088. https://doi.org/10.1093/brain/awaa238

12. Zheng Y-Q, Zhang Y, Yau Y, et al. Local vulnerability and global
connectivity jointly shape neurodegenerative disease propagation.
PLOS Biol 2019;17(11):e3000495. https://doi.org/10.1371/journal.
pbio.3000495

13. Jucker M, Walker LC. Self-propagation of pathogenic protein aggre-
gates in neurodegenerative diseases. Nature 2013;501(7465):45–51.
https://doi.org/10.1038/nature12481

14. Seeley WW, Crawford RK, Zhou J, Miller BL, Greicius MD. Neuro-
degenerative diseases target large-scale human brain networks. Neuron
2009;62(1):42–52. https://doi.org/10.1016/j.neuron.2009.03.024

15. Warren JD, Rohrer JD, Schott JM, Fox NC, Hardy J, Rossor MN.
Molecular nexopathies: a new paradigm of neurodegenerative dis-
ease. Trends Neurosci 2013;36(10):561–569. https://doi.org/10.
1016/j.tins.2013.06.007

16. Iturria-Medina Y, Evans AC. On the central role of brain connectiv-
ity in neurodegenerative disease progression. Front Aging Neurosci
2015;7(May):90. https://doi.org/10.3389/fnagi.2015.00090

17. Pandya S, Zeighami Y, Freeze B, et al. Predictive model of spread of
Parkinson’s pathology using network diffusion. Neuroimage 2019;
192:178–194. https://doi.org/10.1016/j.neuroimage.2019.03.001

18. Yau Y, Zeighami Y, Baker TE, et al. Network connectivity determines
cortical thinning in early Parkinson’s disease progression. Nat Commun
2018;9(1):1–10. https://doi.org/10.1038/s41467-017-02416-0

19. Zhang Y, Wu I-W, Buckley S, et al. Diffusion tensor imaging of the
nigrostriatal fibers in Parkinson’s disease. Mov Disord 2015;30(9):
1229–1236. https://doi.org/10.1002/mds.26251

20. Karagulle Kendi AT, Lehericy S, Luciana M, Ugurbil K, Tuite P.
Altered diffusion in the frontal lobe in Parkinson disease.
Am J Neuroradiol 2008;29(3):501–505. https://doi.org/10.3174/
ajnr.A0850

21. Zhan W, Kang GA, Glass GA, et al. Regional alterations of brain
microstructure in Parkinson’s disease using diffusion tensor imaging.
Mov Disord 2012;27(1):90–97. https://doi.org/10.1002/mds.23917

22. Agosta F, Canu E, Stefanova E, et al. Mild cognitive impairment in
Parkinson’s disease is associated with a distributed pattern of brain
white matter damage. Hum Brain Mapp 2014;35(5):1921–1929.
https://doi.org/10.1002/hbm.22302

23. Dean DC, Sojkova J, Hurley S, et al. Alterations of myelin content
in Parkinson’s disease: a cross-sectional neuroimaging study. PLoS
One 2016;11(10):e0163774. https://doi.org/10.1371/journal.pone.
0163774

24. Baumeister TR, Kim JL, Zhu M, McKeown MJ. White matter mye-
lin profiles linked to clinical subtypes of Parkinson’s disease. J Magn
Reson Imaging 2019;50(1):164–174. https://doi.org/10.1002/jmri.
26543

25. Bullmore ET, Sporns O, Bullmore Olaf ES. Complex brain net-
works: graph theoretical analysis of structural and functional sys-
tems. Nat Rev Neurosci 2009;10(3):186–198. https://doi.org/10.
1038/nrn2575

26. Kamagata K, Zalesky A, Yokoyama K, et al. MR g-ratio-weighted
connectome analysis in patients with multiple sclerosis. Sci Rep
2019;9(1):1–13. https://doi.org/10.1038/s41598-019-50025-2

27. Mancini M, Giulietti G, Dowell N, et al. Introducing axonal mye-
lination in connectomics: a preliminary analysis of g-ratio distribu-
tion in healthy subjects. Neuroimage 2018;182:351–359.

28. van den Heuvel MP, Mandl RCW, Stam CJ, Kahn RS, Hulshoff
Pol HE. Aberrant frontal and temporal complex network structure in
schizophrenia: a graph theoretical analysis. J Neurosci 2010;30(47):
15915–15926. https://doi.org/10.1523/JNEUROSCI.2874-10.2010

29. Boshkovski T, Kocarev L, Cohen-Adad J, et al. The R1-weighted
connectome: complementing brain networks with a myelin-sensitive mea-
sure. NetwNeurosci 2020;9:1–15. https://doi.org/10.1162/netn_a_00179

30. Caeyenberghs K, Metzler-Baddeley C, Foley S, Jones DK. Dynamics
of the human structural connectome underlying working memory
training. J Neurosci 2016;36(14):4056–4066. https://doi.org/10.
1523/JNEUROSCI.1973-15.2016

31. Mancini M, Karakuzu A, Cohen-Adad J, Cercignani M,
Nichols TE, Stikov N. An interactive meta-analysis of MRI bio-
markers of myelin. Elife 2020;9:e61523. https://doi.org/10.7554/
eLife.61523

32. Stüber C, Morawski M, Schäfer A, et al. Myelin and iron concentration
in the human brain: a quantitative study of MRI contrast. Neuroimage
2014;93(P1):95–106. https://doi.org/10.1016/j.neuroimage.2014.02.026

33. Hoehn MM, Yahr MD. Parkinsonism: onset, progression, and mor-
tality. Neurology 1967;17(5):427–442. https://doi.org/10.1212/wnl.
17.5.427

34. Folstein MF, Folstein SE, McHugh PR. “Mini-mental state”: a prac-
tical method for grading the cognitive state of patients for the clini-
cian. J Psychiatr Res 1975;12(3):189–198. https://doi.org/10.1016/
0022-3956(75)90026-6

35. Nazem S, Siderowf AD, Duda JE, et al. Montreal cognitive assess-
ment performance in patients with Parkinson’s disease with “nor-
mal” global cognition according to mini-mental state examination
score. J Am Geriatr Soc 2009;57(2):304–308.

36. Jurica P, Leitten C, Mattis S. Dementia Rating Scale-2: Professional
Manual. Lutz, FL: Psychological Assessment Resources; 2004.

37. American Academy of Sleep Medicine. International Classificaiton
of Sleep Disorders. 3rd ed. Darien, IL, United States of America:
American Academy of Sleep Medicine; 2014.

38. Karakuzu A, Boudreau M, Duval T, et al. qMRLab: quantitative
MRI analysis, under one umbrella. J Open Source Softw 2020;
5(53):2343. https://doi.org/10.21105/joss.02343

39. Marques JP, Kober T, Krueger G, van der Zwaag W, Van de
Moortele PF, Gruetter R. MP2RAGE, a self bias-field corrected
sequence for improved segmentation and T1-mapping at high field.
Neuroimage 2010;49(2):1271–1281. https://doi.org/10.1016/j.
neuroimage.2009.10.002

40. O’Brien KR, Kober T, Hagmann P, et al. Robust T1-weighted struc-
tural brain imaging and morphometry at 7T using MP2RAGE. PLoS
One 2014;9(6):e99676. https://doi.org/10.1371/journal.pone.0099676

41. Tustison NJ, Avants BB, Cook PA, et al. N4ITK: improved N3 bias
correction. IEEE Trans Med Imaging 2010;29(6):1310–1320.
https://doi.org/10.1109/TMI.2010.2046908

42. Fischl B. FreeSurfer. Neuroimage 2012;62(2):774–781. https://doi.
org/10.1016/j.neuroimage.2012.01.021

43. Desikan RS, Ségonne F, Fischl B, et al. An automated labeling sys-
tem for subdividing the human cerebral cortex on MRI scans into
gyral based regions of interest. Neuroimage 2006;31(3):968–980.
https://doi.org/10.1016/j.neuroimage.2006.01.021

44. Iglesias JE, Van Leemput K, Bhatt P, et al. Bayesian segmentation of
brainstem structures in MRI. Neuroimage 2015;113:184–195.
https://doi.org/10.1016/j.neuroimage.2015.02.065

45. Pyatigorskaya N, Mongin M, Valabregue R, et al. Medulla
oblongata damage and cardiac autonomic dysfunction in Parkinson
disease. Neurology 2016;87(24):2540–2545. https://doi.org/10.
1212/WNL.0000000000003426

46. García-Lorenzo D, Longo-Dos Santos C, Ewenczyk C, et al. The
coeruleus/subcoeruleus complex in rapid eye movement sleep behav-
iour disorders in Parkinson’s disease. Brain 2013;136(7):2120–
2129. https://doi.org/10.1093/brain/awt152

47. Gallea C, Ewenczyk C, Degos B, et al. Pedunculopontine network
dysfunction in Parkinson’s disease with postural control and sleep

732 Movement Disorders, Vol. 37, No. 4, 2022

B O S H K O V S K I E T A L

 15318257, 2022, 4, D
ow

nloaded from
 https://m

ovem
entdisorders.onlinelibrary.w

iley.com
/doi/10.1002/m

ds.28891 by C
ochrane France, W

iley O
nline L

ibrary on [25/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

https://doi.org/10.1007/s00429-013-0651-2
https://doi.org/10.1007/s00429-013-0651-2
https://doi.org/10.1111/j.1365-2990.2007.00874.x
https://doi.org/10.1016/S1474-4422(18)30162-5
https://doi.org/10.1016/S1474-4422(18)30162-5
https://doi.org/10.1212/WNL.0000000000011155
https://doi.org/10.1212/WNL.0000000000011155
https://doi.org/10.1093/brain/awaa238
https://doi.org/10.1371/journal.pbio.3000495
https://doi.org/10.1371/journal.pbio.3000495
https://doi.org/10.1038/nature12481
https://doi.org/10.1016/j.neuron.2009.03.024
https://doi.org/10.1016/j.tins.2013.06.007
https://doi.org/10.1016/j.tins.2013.06.007
https://doi.org/10.3389/fnagi.2015.00090
https://doi.org/10.1016/j.neuroimage.2019.03.001
https://doi.org/10.1038/s41467-017-02416-0
https://doi.org/10.1002/mds.26251
https://doi.org/10.3174/ajnr.A0850
https://doi.org/10.3174/ajnr.A0850
https://doi.org/10.1002/mds.23917
https://doi.org/10.1002/hbm.22302
https://doi.org/10.1371/journal.pone.0163774
https://doi.org/10.1371/journal.pone.0163774
https://doi.org/10.1002/jmri.26543
https://doi.org/10.1002/jmri.26543
https://doi.org/10.1038/nrn2575
https://doi.org/10.1038/nrn2575
https://doi.org/10.1038/s41598-019-50025-2
https://doi.org/10.1523/JNEUROSCI.2874-10.2010
https://doi.org/10.1162/netn_a_00179
https://doi.org/10.1523/JNEUROSCI.1973-15.2016
https://doi.org/10.1523/JNEUROSCI.1973-15.2016
https://doi.org/10.7554/eLife.61523
https://doi.org/10.7554/eLife.61523
https://doi.org/10.1016/j.neuroimage.2014.02.026
https://doi.org/10.1212/wnl.17.5.427
https://doi.org/10.1212/wnl.17.5.427
https://doi.org/10.1016/0022-3956(75)90026-6
https://doi.org/10.1016/0022-3956(75)90026-6
https://doi.org/10.21105/joss.02343
https://doi.org/10.1016/j.neuroimage.2009.10.002
https://doi.org/10.1016/j.neuroimage.2009.10.002
https://doi.org/10.1371/journal.pone.0099676
https://doi.org/10.1109/TMI.2010.2046908
https://doi.org/10.1016/j.neuroimage.2012.01.021
https://doi.org/10.1016/j.neuroimage.2012.01.021
https://doi.org/10.1016/j.neuroimage.2006.01.021
https://doi.org/10.1016/j.neuroimage.2015.02.065
https://doi.org/10.1212/WNL.0000000000003426
https://doi.org/10.1212/WNL.0000000000003426
https://doi.org/10.1093/brain/awt152


disorders. Mov Disord 2017;32(5):693–704. https://doi.org/10.
1002/mds.26923

48. Keuken MC, Bazin PL, Backhouse K, et al. Effects of aging on T1,
T2*, and QSM MRI values in the subcortex. Brain Struct Funct 2017;
222(6):2487–2505. https://doi.org/10.1007/s00429-016-1352-4

49. Tournier JD, Smith R, Raffelt D, et al. MRtrix3: a fast, flexible and
open software framework for medical image processing and visuali-
sation. Neuroimage 2019;202:116137. https://doi.org/10.1016/j.
neuroimage.2019.116137

50. Veraart J, Fieremans E, Novikov DS. Diffusion MRI noise mapping
using random matrix theory. Magn Reson Med 2016;76(5):1582–
1593. https://doi.org/10.1002/mrm.26059

51. Veraart J, Novikov DS, Christiaens D, Ades-aron B, Sijbers J,
Fieremans E. Denoising of diffusion MRI using random matrix the-
ory. Neuroimage 2016;142:394–406. https://doi.org/10.1016/j.
neuroimage.2016.08.016

52. Kellner E, Dhital B, Kiselev VG, Reisert M. Gibbs-ringing artifact
removal based on local subvoxel-shifts. Magn Reson Med 2016;
76(5):1574–1581. https://doi.org/10.1002/mrm.26054

53. Andersson JLR, Sotiropoulos SN. An integrated approach to correc-
tion for off-resonance effects and subject movement in diffusion MR
imaging. Neuroimage 2016;125:1063–1078. https://doi.org/10.
1016/j.neuroimage.2015.10.019

54. Andersson JLR, Skare S, Ashburner J. How to correct susceptibility
distortions in spin-echo echo-planar images: application to diffusion
tensor imaging. Neuroimage 2003;20(2):870–888. https://doi.org/
10.1016/S1053-8119(03)00336-7

55. Jeurissen B, Tournier JD, Dhollander T, Connelly A, Sijbers J.
Multi-tissue constrained spherical deconvolution for improved anal-
ysis of multi-shell diffusion MRI data. Neuroimage 2014;103:411–
426. https://doi.org/10.1016/j.neuroimage.2014.07.061

56. Smith RE, Tournier JD, Calamante F, Connelly A. Anatomically-
constrained tractography: improved diffusion MRI streamlines
tractography through effective use of anatomical information.
Neuroimage 2012;62(3):1924–1938. https://doi.org/10.1016/j.
neuroimage.2012.06.005

57. de Reus MA, van den Heuvel MP. Estimating false positives and
negatives in brain networks. Neuroimage 2013;70:402–409. https://
doi.org/10.1016/j.neuroimage.2012.12.066

58. McIntosh AR, Lobaugh NJ. Partial least squares analysis of neuro-
imaging data: applications and advances. Neuroimage 2004;23:
S250–S263. https://doi.org/10.1016/j.neuroimage.2004.07.020

59. Abdi H. Partial least squares regression and projection on latent
structure regression (PLS regression). WIREs Comput Stat 2010;
2(1):97–106. https://doi.org/10.1002/wics.51

60. Krishnan A, Williams LJ, McIntosh AR, Abdi H. Partial least squares
(PLS) methods for neuroimaging: a tutorial and review. Neuroimage
2011;56(2):455–475. https://doi.org/10.1016/j.neuroimage.2010.07.034

61. McIntosh AR, Miši�c B. Multivariate statistical analyses for neuroim-
aging data. Annu Rev Psychol 2013;64(1):499–525. https://doi.org/
10.1146/annurev-psych-113011-143804

62. Efron B, Tibshirani R. Bootstrap methods for standard errors, confi-
dence intervals, and other measures of statistical accuracy. Stat Sci
1986;1(1):54–75.

63. Mallio CA, Schmidt R, de Reus MA, et al. Epicentral disruption of
structural connectivity in Alzheimer’s disease. CNS Neurosci Ther
2015;21(10):837. https://doi.org/10.1111/CNS.12397

64. Mori F, Nishie M, Kakita A, Yoshimoto M, Takahashi H,
Wakabayashi K. Relationship among alpha-synuclein accumulation,
dopamine synthesis, and neurodegeneration in Parkinson disease
substantia nigra. J Neuropathol Exp Neurol 2006;65(8):808–815.
https://doi.org/10.1097/01.JNEN.0000230520.47768.1A

65. Schulz J, Pagano G, Bonfante JAF, Wilson H, Politis M. Nucleus
basalis of Meynert degeneration precedes and predicts cognitive
impairment in Parkinson’s disease. Brain 2018;141(5):1501. https://
doi.org/10.1093/BRAIN/AWY072

66. Camicioli R, Moore MM, Kinney A, Corbridge E, Glassberg K,
Kaye JA. Parkinson’s disease is associated with hippocampal atro-
phy. Mov Disord 2003;18(7):784–790. https://doi.org/10.1002/
MDS.10444

67. Braak H, Braak E, Yilmazer D, et al. Amygdala pathology in
Parkinson’s disease. Acta Neuropathol 1994;88(6):493–500. https://
doi.org/10.1007/BF00296485

68. Kay S, Josefine M, Siswanto S, et al. The brainstem pathologies of
Parkinson’s disease and dementia with Lewy bodies. Brain Pathol
2015;25(2):121. https://doi.org/10.1111/BPA.12168

69. Halliday GM, McRitchie DA, Cartwright H, Pamphlett R,
Hely MA, Morris JGL. Midbrain neuropathology in idiopathic
Parkinson’s disease and diffuse Lewy body disease. J Clin Neurosci
1996;3(1):52–60. https://doi.org/10.1016/S0967-5868(96)90083-1

70. Gesi M, Soldani P, Giorgi FS, Santinami A, Bonaccorsi I, Fornai F.
The role of the locus coeruleus in the development of Parkinson’s
disease. Neurosci Biobehav Rev 2000;24(6):655–668. https://doi.
org/10.1016/S0149-7634(00)00028-2

71. Menke R, Jbabdi S, Miller K, Matthews P, Zarei M. Connectivity-
based segmentation of the substantia nigra in human and its implica-
tions in Parkinson’s disease. Neuroimage 2010. Available: 52(4):
1175–1180. http://www.sciencedirect.com/science/article/pii/
S1053811910008426 [16 April 2017]

72. Sharman M, Valabregue R, Perlbarg V, et al. Parkinson’s disease
patients show reduced cortical-subcortical sensorimotor connectivity.
Mov Disord 2013;28(4):447–454. https://doi.org/10.1002/mds.25255

73. Meder D, Herz DM, Rowe JB, Lehéricy S, Siebner HR. The role of
dopamine in the brain - lessons learned from Parkinson’s disease.
Neuroimage 2019;190:79–93. https://doi.org/10.1016/j.neuroimage.
2018.11.021

74. Maranzano J, Dadar M, Rudko DA, et al. Comparison of multiple
sclerosis cortical lesion types detected by multicontrast 3T and 7T
MRI. Am J Neuroradiol 2019;40(7):1162–1169. https://doi.org/10.
3174/ajnr.A6099

75. Shams Z, Norris DG, Marques JP. A comparison of in vivo MRI
based cortical myelin mapping using T1w/T2w and R1 mapping at
3T. PLoS One 2019;14(7):e0218089. https://doi.org/10.1371/
journal.pone.0218089

76. Guo T, Guan X, Zeng Q, et al. Alterations of brain structural net-
work in Parkinson’s disease with and without rapid eye movement
sleep behavior disorder. Front Neurol 2018;9:334. https://doi.org/
10.3389/fneur.2018.00334

77. Zeighami Y, Ulla M, Iturria-Medina Y, et al. Network structure of
brain atrophy in de novo parkinson’s disease. Elife 2015;4:e08440.
https://doi.org/10.7554/eLife.08440

78. Carandini T, Mancini M, Bogdan I, et al. Disruption of brainstem
monoaminergic fibre tracts in multiple sclerosis as a putative mecha-
nism for cognitive fatigue: a fixel-based analysis. NeuroImage Clin
2021;30:102587. https://doi.org/10.1016/j.nicl.2021.102587

79. Schilling KG, Petit L, Rheault F, et al. Brain connections derived
from diffusion MRI tractography can be highly anatomically
accurate—if we know where white matter pathways start, where
they end, and where they do not go. Brain Struct Funct 2020;
225(8):2387–2402. https://doi.org/10.1007/s00429-020-02129-z

80. Redgrave P, Rodriguez M, Smith Y, et al. Goal-directed and habit-
ual control in the basal ganglia: implications for Parkinson’s disease.
Nat Rev Neurosci 2010;11(11):760–772. https://doi.org/10.1038/
nrn2915

81. Akram H, Wu C, Hyam J, et al. L-Dopa responsiveness is associated
with distinctive connectivity patterns in advanced Parkinson’s disease.
Mov Disord 2017;32(6):874–883. https://doi.org/10.1002/mds.27017

82. Wang J-Y, Zhuang Q-Q, Zhu L-B, et al. Meta-analysis of brain iron
levels of Parkinson’s disease patients determined by postmortem and
MRI measurements. Sci Rep 2016;6:36669. https://doi.org/10.1038/
SREP36669

Supporting Data

Additional Supporting Information may be found in
the online version of this article at the publisher’s
web-site.

Movement Disorders, Vol. 37, No. 4, 2022 733

T H E M Y E L I N - W E I G H T E D C O N N E C T O M E I N P D

 15318257, 2022, 4, D
ow

nloaded from
 https://m

ovem
entdisorders.onlinelibrary.w

iley.com
/doi/10.1002/m

ds.28891 by C
ochrane France, W

iley O
nline L

ibrary on [25/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

https://doi.org/10.1002/mds.26923
https://doi.org/10.1002/mds.26923
https://doi.org/10.1007/s00429-016-1352-4
https://doi.org/10.1016/j.neuroimage.2019.116137
https://doi.org/10.1016/j.neuroimage.2019.116137
https://doi.org/10.1002/mrm.26059
https://doi.org/10.1016/j.neuroimage.2016.08.016
https://doi.org/10.1016/j.neuroimage.2016.08.016
https://doi.org/10.1002/mrm.26054
https://doi.org/10.1016/j.neuroimage.2015.10.019
https://doi.org/10.1016/j.neuroimage.2015.10.019
https://doi.org/10.1016/S1053-8119(03)00336-7
https://doi.org/10.1016/S1053-8119(03)00336-7
https://doi.org/10.1016/j.neuroimage.2014.07.061
https://doi.org/10.1016/j.neuroimage.2012.06.005
https://doi.org/10.1016/j.neuroimage.2012.06.005
https://doi.org/10.1016/j.neuroimage.2012.12.066
https://doi.org/10.1016/j.neuroimage.2012.12.066
https://doi.org/10.1016/j.neuroimage.2004.07.020
https://doi.org/10.1002/wics.51
https://doi.org/10.1016/j.neuroimage.2010.07.034
https://doi.org/10.1146/annurev-psych-113011-143804
https://doi.org/10.1146/annurev-psych-113011-143804
https://doi.org/10.1111/CNS.12397
https://doi.org/10.1097/01.JNEN.0000230520.47768.1A
https://doi.org/10.1093/BRAIN/AWY072
https://doi.org/10.1093/BRAIN/AWY072
https://doi.org/10.1002/MDS.10444
https://doi.org/10.1002/MDS.10444
https://doi.org/10.1007/BF00296485
https://doi.org/10.1007/BF00296485
https://doi.org/10.1111/BPA.12168
https://doi.org/10.1016/S0967-5868(96)90083-1
https://doi.org/10.1016/S0149-7634(00)00028-2
https://doi.org/10.1016/S0149-7634(00)00028-2
http://www.sciencedirect.com/science/article/pii/S1053811910008426
http://www.sciencedirect.com/science/article/pii/S1053811910008426
https://doi.org/10.1002/mds.25255
https://doi.org/10.1016/j.neuroimage.2018.11.021
https://doi.org/10.1016/j.neuroimage.2018.11.021
https://doi.org/10.3174/ajnr.A6099
https://doi.org/10.3174/ajnr.A6099
https://doi.org/10.1371/journal.pone.0218089
https://doi.org/10.1371/journal.pone.0218089
https://doi.org/10.3389/fneur.2018.00334
https://doi.org/10.3389/fneur.2018.00334
https://doi.org/10.7554/eLife.08440
https://doi.org/10.1016/j.nicl.2021.102587
https://doi.org/10.1007/s00429-020-02129-z
https://doi.org/10.1038/nrn2915
https://doi.org/10.1038/nrn2915
https://doi.org/10.1002/mds.27017
https://doi.org/10.1038/SREP36669
https://doi.org/10.1038/SREP36669

	 The Myelin-Weighted Connectome in Parkinson's Disease
	Introduction
	Subjects and Methods
	Subjects
	Clinical Assessment
	MRI Data Acquisition
	R1 Map Reconstruction
	Data Preprocessing
	Myelin-Weighted Networks
	Partial Least Squares Analysis
	Connectivity Ring Analysis

	Results
	Discussion
	Acknowledgments
	Data Availability Statement

	References


